
Suplementary Table S5. Annotation and protein prediction of the extrachromosomal plasmid associated to Leptospirillum Groups II and III

Total tRNAs 13

Leptospirillum P/L3 Plasmid Length Annotation Proteomics Plasmid P/L2 Leptospirillum 
Group III gene % ID (aa) gene aa UBA Abfront Abend % ID (aa) Group III gene

Scaffold 8523
8523_GENE_1 119 Hypothetical protein
8523_GENE_3 180 Hypothetical protein
8523_GENE_5 69 Hypothetical protein 24.048155 20.706011 40.90539

9678_GENE_15 100 8523_GENE_6 289 Hypothetical protein 2.0832358
9678_GENE_14 96 8523_GENE_7 66 Hypothetical protein

8523_GENE_9 88 Hypothetical protein
9678_GENE_12 98 8523_GENE_10 1087 DNA polymerase III, alpha subunit 0.1350899 35 8524_GENE_275
9678_GENE_11 100 8523_GENE_12 223 HAD-superfamily hydrolase subfamily IA, variant 3 0.1316975 0.5571124 35 8062_GENE_260

8523_GENE_14 40 Hypothetical protein
9678_GENE_10 100 8523_GENE_15 229 Hypothetical protein
9678_GENE_9 100 8523_GENE_17 209 Hypothetical protein

8523_GENE_18 45 Hypothetical protein
8523_GENE_19 348 Transposase
8523_GENE_22 230 Hypothetical protein
8523_GENE_23 59 Hypothetical protein

9678_GENE_8 100 8523_GENE_25 268 Hypothetical protein
9678_GENE_7 100 8523_GENE_26 200 Hypothetical protein 1.2423606 0.5359124
9678_GENE_6a 100 8523_GENE_28 149 Hypothetical protein 0.3942086
9678_GENE_6 100 8523_GENE_29 218 Conserved hypothetical protein
9678_GENE_5 98 8523_GENE_30 418 Conserved hypothetical protein
9678_GENE_4 99 8523_GENE_31 223 Hypothetical protein
9678_GENE_3 88 8523_GENE_32 247 Probable prepilin peptidase 27 7931_GENE_59
9678_GENE_2 99 8523_GENE_33 218 Conserved hypothetical protein
9678_GENE_1 91 8523_GENE_34 605 Hypothetical protein 1.3349338 2.0534886 0.2362148

Scaffold 11623
11623_GENE_1 83 Hypothetical protein
11623_GENE_2 164 Hypothetical protein
11623_GENE_3 191 Hypothetical protein
11623_GENE_4 262 Hypothetical protein 0.272729
11623_GENE_5 97 Hypothetical protein

9458_GENE_3 29 11623_GENE_6 342 Probable ATP-dependent protease La 0.0858729
11623_GENE_8 61 Hypothetical protein
Scaffold 15494
15494_GENE_2 172 Hypothetical protein
15494_GENE_3 78 Hypothetical protein

6948_GENE_59 28 15494_GENE_5 896 Probable TraC/TrwC protein 0.5541235 0.5023021 33 8062_GENE_274
15494_GENE_8 313 Hypothetical protein
15494_GENE_9 214 Hypothetical protein
15494_GENE_10 94 Hypothetical protein
15494_GENE_11 57 Hypothetical protein
15494_GENE_13 89 Hypothetical protein
15494_GENE_14 81 Hypothetical protein
Scaffold 15548
15548_GENE_1 40 Hypothetical protein 34 8062_GENE_99
15548_GENE_2 380 Conserved hypothetical protein 0.9274277



15548_GENE_3 85 Hypothetical protein
15548_GENE_4 101 Hypothetical protein
15548_GENE_5 71 Hypothetical protein
15548_GENE_7 306 Probable DNA helicase

4481_GENE_17 32 15548_GENE_8a 320 Probable DNA helicase
4481_GENE_25 42 15548_GENE_11 681 Probable DNA topoisomerase III 0.668447 1.2770227 0.1049266 36 8692_GENE_219

15548_GENE_13 176 Conserved hypothetical protein
15548_GENE_14 315 Hypothetical protein 0.7924845 2.5636013 1.9281504 40 8049_GENE_210
15548_GENE_16 70 Hypothetical protein

9612_GENE_38 35 15548_GENE_17 281 Hypothetical protein 2.9786601 7.5160608 11.188681 55 8692_GENE_45
9612_GENE_39 34 15548_GENE_18 358 Hypothetical protein 0.6562803 0.8675703 58 8692_GENE_44

15548_GENE_21a 108 Hypothetical protein 56 8692_GENE_43
Scaffold 15611 

6948_GENE_60 24 15611_GENE_2 653 Probable type IV secretory pathway, VirD4 components 0.0449748 0.1094257 24 8062_GENE_68 
4481_GENE_63 22 15611_GENE_3 402 Probable type II secretory pathway, component PulF 0.0730561 0.1777487 21 8692_GENE_184
4481_GENE_57 39 15611_GENE_5 641 Probable type II secretory pathway, ATPase PulE/Tfp pilus as 0.4123508 0.290724 30 8692_GENE_189
4481_GENE_51 37 15611_GENE_7 750 Probable type II secretory pathway, component PulD 1.350953 2.0706011 7.5742284 36 8692_GENE_190

15611_GENE_8 330 Hypothetical protein 4.494277 1.8823646 9.8521267
15611_GENE_9 237 Hypothetical protein 2.1066044 1.5074891
15611_GENE_11 365 Hypothetical protein 0.2816162

4481_GENE_47 31 15611_GENE_13 316 Probable twitching motility protein PilT 3.2063757 1.7691844 1.3567402 34 8692_GENE_193
4481_GENE_46 28 15611_GENE_14 154 Hypothetical protein
4481_GENE_45 30 15611_GENE_15 182 Probable general secretion system protein H 30 8692_GENE_197

15611_GENE_16 116 Hypothetical protein
4481_GENE_34 39 15611_GENE_17 147 Probable conjugal transfer protein TrbI 39 8692_GENE_208

15611_GENE_18 317 Probable conjugal transfer protein TrbI 0.5558715 0.22541
15611_GENE_19 171 Hypothetical protein

4481_GENE_35 26 15611_GENE_20 310 Probable conjugal transfer protein TrbG/VirB9 1.2677497 28 8692_GENE_207
4481_GENE_35a 31 15611_GENE_21 244 Probable conjugal transfer protein TrbF 27 8692_GENE_205

15611_GENE_23 112 Hypothetical protein
15611_GENE_24 462 Hypothetical protein
15611_GENE_25 324 Hypothetical protein
15611_GENE_28 112 Hypothetical protein 18.355339

4481_GENE_40 34 15611_GENE_29 816 Probable conjugal transfer protein TrbE 0.1782072 1.0554034 37 8692_GENE_202
15611_GENE_33 235 Probable flavodoxin
15611_GENE_34 67 Hypothetical protein
Scaffold 15618
15618_GENE_1 318 Conserved hypothetical protein 0.6464774

6948_GENE_60 27 15618_GENE_2 777 Probable type IV secretory pathway VirD4 0.6236563 0.413832 27 8062_GENE_68
15618_GENE_3 143 Hypothetical protein 11.603655 26.932293 8.9943338
15618_GENE_5 87 Hypothetical protein

6948_GENE_69 27 15618_GENE_6 761 Hypothetical protein
15618_GENE_7 113 Hypothetical protein
15618_GENE_8 287 Hypothetical protein
15618_GENE_10 265 Probable DNA methylase N-4/N-6 
15618_GENE_11 262 Hypothetical protein
15618_GENE_13 105 Probable DNA methylase N-4/N-6 
15618_GENE_15 422 Hypothetical protein
15618_GENE_16 123 Hypothetical protein
15618_GENE_17 94 Hypothetical protein
15618_GENE_18 287 Hypothetical protein
15618_GENE_19 265 Probable DNA methylase N-4/N-6
15618_GENE_21a 150 Hypothetical protein
15618_GENE_22 270 Probable modification methylase HpaI



15618_GENE_23 102 Hypothetical protein
9612_GENE_32 24 15618_GENE_24 337 Conserved hypothetical protein 3.1372924 2.580571 2.4383749 25 8524_GENE_29

Scaffold 15625
15625_GENE_3 119 Conserved hypothetical protein

7932_GENE_8 79 15625_GENE_5a 110 Probable FeS cluster assembly scaffold IscU/NifU 84 8241_GENE_7
15625_GENE_7 95 Hypothetical protein

TRNA Gly TCC  
TRNA Trp CCA  
TRNA Pro TGG  
TRNA Phe GAA  
TRNA Asp GTC  

15625_GENE_14 81 Hypothetical protein
15625_GENE_15 47 Hypothetical protein
15625_GENE_16 310 Hypothetical protein
15625_GENE_18 100 Conserved hypothetical protein
15625_GENE_21 57 Hypothetical protein
15625_GENE_22 63 Hypothetical protein
15625_GENE_23 163 Probable crossover junction endodeoxyribonuclease
15625_GENE_24 195 Probable filamentous haemagglutinin-like
15625_GENE_25 275 Probable filamentous haemagglutinin-like
15625_GENE_26 524 Hypothetical protein
15625_GENE_27 627 Conserved hypothetical protein 0.6267981
15625_GENE_28 178 Hypothetical protein
15625_GENE_29 74 Hypothetical protein
15625_GENE_31 61 Hypothetical protein
15625_GENE_32 269 Conserved hypothetical protein 0.1091767
15625_GENE_33 157 Probable transglycosylase SLT domain protein
15625_GENE_34a 126 Conserved hypothetical protein
Scaffold 15627

4481_GENE_43 56 15627_GENE_2 471 Probable conjugal transfer protein TrbB 0.9664807 67 8692_GENE_0199
15627_GENE_3 74 Hypothetical protein
15627_GENE_4 173 Hypothetical protein 0.8260692

4481_GENE_23 32 15627_GENE_5 220 Probable conjugal transfer protein TraF 31 8692_GENE_0222c
15627_GENE_5a 106 Hypothetical protein 30 8692_GENE_0214c
15627_GENE_6 187 Hypothetical protein
15627_GENE_7 176 Hypothetical protein
15627_GENE_8 119 Hypothetical protein

6050_GENE_40 36 15627_GENE_9 197 Hypothetical protein 0.2981578 7.252359 0.3627157 54 7931_GENE_0349c
15627_GENE_10 108 Hypothetical protein
Scaffold 15659

9539_GENE_22 87 15659_GENE_1 195 Conserved hypothetical protein
9539_GENE_21 70 15659_GENE_3 84 Conserved hypothetical protein 34 8049_GENE_425
9539_GENE_20 84 15659_GENE_4a 247 Probable metallophosphoesterase 55 8524_GENE_251
9539_GENE_19 77 15659_GENE_5 203 Probable metallophosphoesterase

15659_GENE_8 166 Hypothetical protein
9539_GENE_18 80 15659_GENE_9 317 Probable serine/threonine protein phosphatase 35 8692_GENE_175

15659_GENE_10 98 Hypothetical protein
9539_GENE_17 54 15659_GENE_11 157 Conserved hypothetical protein 0.1870608
7442_GENE_50 28 15659_GENE_14 218 Probable partition protein A

15659_GENE_15 156 Hypothetical protein
15659_GENE_17 213 Conserved hypothetical protein 62 8524_GENE_37

9566_GENE_1a 58 15659_GENE_19 222 Conserved hypothetical protein
9539_GENE_12 84 15659_GENE_20 1635 Probable helicase 0.0269436 0.1899634 0.065555 44 7931_GENE_423

15659_GENE_21 422 Hypothetical protein



15659_GENE_23 431 Hypothetical protein
15659_GENE_24 107 Hypothetical protein
15659_GENE_25 126 Hypothetical protein

7992_GENE_1 46 15659_GENE_26 150 Hypothetical protein
15659_GENE_27 271 Probable cellulose synthase (UDP-forming) 53 7931_GENE_113
15659_GENE_29a 428 Transposase
15659_GENE_33 105 Conserved hypothetical protein
15659_GENE_34 100 Hypothetical protein
15659_GENE_40 76 Hypothetical protein
15659_GENE_41 160 Conserved hypothetical protein
15659_GENE_42 63 Conserved hypothetical protein
15659_GENE_43 635 Probable ATP-dependent protease La
15659_GENE_45 633 Probable ATP-dependent protease La 0.2822077
15659_GENE_47 216 Hypothetical protein
15659_GENE_49 80 Hypothetical protein
15659_GENE_51 377 Hypothetical protein
15659_GENE_52 289 Hypothetical protein
15659_GENE_53 381 CRISPR-associated Csy3 family protein 0.7708279 1.0315024
15659_GENE_54 185 Conserved hypothetical protein 0.5793647
15659_GENE_55 339 CRISPR-associated Cas1 family protein
15659_GENE_56 895 Conserved hypothetical protein 0.032814
15659_GENE_57 177 Hypothetical protein
15659_GENE_59 193 Hypothetical protein
15659_GENE_60 172 Probable lytic transglycosylase
15659_GENE_62 408 Hypothetical protein

9612_GENE_10 70 15659_GENE_63 275 Probable flagellin 0.8009603 1.80707 0.6495908 69 8241_GENE_652
9545_GENE_129 41 15659_GENE_65 210 Probable glycosyl transferase, group 1 39 8692_GENE_79

15659_GENE_66 165 Probable glycosyl transferase, group 1
15659_GENE_67 395 Probable RNA ligase
15659_GENE_68 106 Conserved hypothetical protein 35 8049_GENE_428
15659_GENE_69 73 Hypothetical protein
15659_GENE_71 139 Hypothetical protein
15659_GENE_72 135 Conserved hypothetical protein 0.2175448
15659_GENE_73a 154 Probable translation initiation factor IF6

9424_GENE_151 65 15659_GENE_74 1974 Probable ribonucleoside-diphosphate reductase alpha chain 1.0935096 1.4160645 1.2850314 63 8241_GENE_54
15659_GENE_75 380 Hypothetical protein 2.2412835 2.6154961 0.658138
15659_GENE_76 243 Hypothetical protein 0.1208582
Scaffold 15689
15689_GENE_1 227 Hypothetical protein 0.1293768
15689_GENE_3 75 Hypothetical protein

9566_GENE_14 45 15689_GENE_4 296 Probable integrase
15689_GENE_5 219 Hypothetical protein
15689_GENE_7 84 Hypothetical protein
15689_GENE_8 68 Hypothetical protein
15689_GENE_9 86 Hypothetical protein
15689_GENE_14 194 Probable topoisomerase DNA-binding

9453_GENE_95 32 15689_GENE_16 539 Probable methyl-accepting chemotaxis protein 0.3269226
7889_GENE_5 28 15689_GENE_17 767 Probable helicase RecD/TraA 0.8563182 1.0733137 27 8062_GENE_121

15689_GENE_19 110 Hypothetical protein
15689_GENE_20 141 Hypothetical protein
15689_GENE_21 108 Hypothetical protein
15689_GENE_22 62 Hypothetical protein
15689_GENE_23 104 Probable death-on-curing family protein
15689_GENE_24 109 Hypothetical protein



15689_GENE_26 347 Hypothetical protein
15689_GENE_27 204 Hypothetical protein
15689_GENE_29a 109 Hypothetical protein
15689_GENE_30 165 Hypothetical protein
15689_GENE_31 73 Hypothetical protein
15689_GENE_32 51 Hypothetical protein
15689_GENE_33 81 Conserved hypothetical protein
15689_GENE_34 87 Hypothetical protein
15689_GENE_35 276 Conserved hypothetical protein 1.3300971
15689_GENE_36 89 Hypothetical protein

9545_GENE_130 26 15689_GENE_38 443 Hypothetical protein 29 8692_GENE_78
15689_GENE_41a 80 Hypothetical protein
15689_GENE_42 155 Conserved hypothetical protein
15689_GENE_45 71 Hypothetical protein
15689_GENE_46 135 Conserved hypothetical protein
15689_GENE_48 75 Hypothetical protein
15689_GENE_50 122 Hypothetical protein
15689_GENE_52a 112 Hypothetical protein
15689_GENE_53 337 Probable DNA polymerase III subunit epsilon 0.261441 1.2902855 0.2120326
15689_GENE_54 71 Hypothetical protein
15689_GENE_57 149 Hypothetical protein
15689_GENE_58 177 Hypothetical protein
15689_GENE_59 188 Conserved hypothetical protein
15689_GENE_60 245 Hypothetical protein
15689_GENE_61 121 Hypothetical protein
15689_GENE_63 123 Hypothetical protein
15689_GENE_64 527 Probable plasmid replicase RepA
15689_GENE_65 176 Conserved hypothetical protein
15689_GENE_66 140 Hypothetical protein
15689_GENE_67 349 Probable DNA modification methylase 54 8027_GENE_60
15689_GENE_68 102 Hypothetical protein
15689_GENE_69 121 Hypothetical protein
15689_GENE_72 584 Probable plasmid replicase RepA
15689_GENE_73 176 Conserved hypothetical protein
15689_GENE_74 89 Hypothetical protein
15689_GENE_75 140 Hypothetical protein
15689_GENE_76 327 Probable DNA modification methylase
15689_GENE_77 358 Conserved hypothetical protein
15689_GENE_80 149 Hypothetical protein
15689_GENE_81 297 Hypothetical protein
15689_GENE_83 215 Hypothetical protein
15689_GENE_84 73 Hypothetical protein
15689_GENE_87 103 Hypothetical protein
15689_GENE_89 350 Conserved hypothetical protein
15689_GENE_90 142 Hypothetical protein

7892_GENE_45 25 15689_GENE_92 1077 Probable filamentous haemagglutinin family protein
15689_GENE_93 172 Hypothetical protein
15689_GENE_94 106 Hypothetical protein
15689_GENE_95 136 Conserved hypothetical protein 0.3239178 1.8389151
15689_GENE_97 105 Hypothetical protein
15689_GENE_101 111 Hypothetical protein
15689_GENE_105 197 Hypothetical protein
15689_GENE_107 71 Hypothetical protein
15689_GENE_108 109 Hypothetical protein



15689_GENE_109 551 Probable tRNA nucleotidyltransferase
15689_GENE_110 170 Probable tRNA nucleotidyltransferase
15689_GENE_111 157 Hypothetical protein
15689_GENE_112 230 Hypothetical protein
15689_GENE_114 192 Conserved hypothetical protein
15689_GENE_115 269 Hypothetical protein
15689_GENE_117 73 Conserved hypothetical protein
15689_GENE_118 143 Conserved hypothetical protein

9417_GENE_51 62 15689_GENE_119 105 Probable HesB/YadR/YfhF family protein 1.9579029 63 8049_GENE_65
15689_GENE_121 96 Hypothetical protein
15689_GENE_122 54 Hypothetical protein
15689_GENE_124 76 Hypothetical protein

9432_GENE_18 51 15689_GENE_125 231 Probable DNA repair protein RadC 60 8692_GENE_213
15689_GENE_128 203 Probable filamentation induced by cAMP protein Fic
15689_GENE_129 226 Hypothetical protein
15689_GENE_130 399 Conserved hypothetical protein 0.0736054 8.5626359
15689_GENE_131 127 Hypothetical protein
15689_GENE_132 118 Hypothetical protein
15689_GENE_133 252 Hypothetical protein
15689_GENE_136 181 Hypothetical protein
15689_GENE_138 346 Conserved hypothetical protein
15689_GENE_140 183 Conserved hypothetical protein
15689_GENE_142 383 Transposase
15689_GENE_145 104 Hypothetical protein
15689_GENE_148 619 Probable restriction enzyme alpha subunit 0.4507289
15689_GENE_149 315 Probable restriction enzyme beta subunit 0.2797004
15689_GENE_150 434 Conserved hypothetical protein
15689_GENE_151 106 Hypothetical protein
15689_GENE_152 260 Hypothetical protein
15689_GENE_153 174 Hypothetical protein

9678_GENE_2 29 15689_GENE_154 202 Conserved hypothetical protein 0.2180832
15689_GENE_155 244 Hypothetical protein
15689_GENE_156 369 Hypothetical protein 0.1989739
15689_GENE_157 129 Hypothetical protein 4.3255994 1.9261405 2.4926158
15689_GENE_158 439 Conserved hypothetical protein
15689_GENE_159 103 Probable transcriptional regulator

9417_GENE_67 40 15689_GENE_160 346 Probable peptide chain release factor RF-2 37 8049_GENE_85
15689_GENE_162 280 Hypothetical protein
15689_GENE_165 162 Hypothetical protein
15689_GENE_167 202 Hypothetical protein 0.3634721
15689_GENE_168 218 Conserved hypothetical protein
15689_GENE_169 135 Conserved hypothetical protein
15689_GENE_170 115 Hypothetical protein
15689_GENE_172 115 Conserved hypothetical protein
15689_GENE_174 99 Hypothetical protein
15689_GENE_177 116 Hypothetical protein
15689_GENE_180 135 Hypothetical protein
15689_GENE_181 113 Hypothetical protein

TRNA Arg ACG  
TRNA Lys TTT  

15689_GENE_184 96 Conserved hypothetical protein
15689_GENE_185 77 Hypothetical protein
15689_GENE_186 224 Hypothetical protein
15689_GENE_187 112 Conserved hypothetical protein



15689_GENE_188 92 Hypothetical protein
15689_GENE_191 218 Probable band 7 protein
15689_GENE_194 60 Hypothetical protein

TRNA Arg TCG  
TRNA Lys TTT  
TRNA Pseudo CTG  
TRNA Thr TGT  
TRNA Gln TTG  
TRNA Pseudo CAT  

15689_GENE_203 166 Conserved hypothetical protein 0.1769189
15689_GENE_204 46 Hypothetical protein
15689_GENE_206 101 Hypothetical protein
15689_GENE_207 238 Hypothetical protein

9566_GENE_13 56 15689_GENE_209 260 Probable metallophosphoesterase 43 8524_GENE_251
15689_GENE_210 100 Hypothetical protein
15689_GENE_211 200 Hypothetical protein
15689_GENE_212a 178 Conserved hypothetical protein
END OF COMPOSITE PLASMID
PLASMID-LIKE CONTIGS
Contig 11387
11387_GENE_1 273 CRISPR-associated protein, Cas1 family

7892_GENE_57 30 11387_GENE_2 156 CRISPR-associated protein, Cas2 family
7892_GENE_58 35 11387_GENE_3 226 CRISPR-associated protein, Cas3 family
7892_GENE_59 48 11387_GENE_4 388 CRISPR-associated protein, Cas4 family 37 8241_GENE_430
7892_GENE_60 43 11387_GENE_6 249 CRISPR-associated protein Cas5 family 29 8241_GENE_429

Contig 12113
12113_GENE_1 262 Probable CRISPR-associated Csy3 family protein
12113_GENE_2 69 Hypothetical protein
12113_GENE_3 195 Probable CRISPR-associated Csy2 family protein
12113_GENE_4 490 Hypothetical protein
12113_GENE_5 58 Conserved hypothetical protein
Contig 15498
15498_GENE_1 298 Integrase
15498_GENE_2 212 Hypothetical protein
15498_GENE_3 896 DNA-directed DNA polymerase
Contig 15511
15511_GENE_1 1045 Probable CRISPR-associated helicase Cas3 family protein
15511_GENE_3 133 Hypothetical protein


