
Suplementary Table S4. NADH dehydrogenase annotated genes in Leptospirillum Group II, and orthologs in Leptospirillum Group III.

Leptospirillum 
Group II Annotation Function Strings (COG)

Leptospirillum 
Group III Ortholog

NADH-
binding

FMN-
binding 4E-4S

8241_GENE_672 NADH dehydrogenase (Quinone) precursor (EC 1.6.99.5) proton pumping? COG1009
8241_GENE_673 Probable NADH dehydrogenase I, M subunit proton pumping? COG1008
8135_GENE_18 NADH dehydrogenase (Quinone) (EC 1.6.99.5) NADH-binding & oxidation COG1145 / COG1894 partial partial yes 9568_GENE_12
8135_GENE_53 NADH dehydrogenase, subunit F (EC 1.6.99.5) NADH-binding & oxidation COG1145 / COG1894 yes yes yes 9568_GENE_142
8049_GENE_126 NADH-flavin oxidoreductase/NADH oxidase oxidative stress defense? COG1902 9205_GENE_96
8049_GENE_149 NADH dehydrogenase (Quinone) (EC 1.6.99.5) proton pumping? COG1009
8049_GENE_157 NADH dehydrogenase (Quinone) (EC 1.6.99.5) proton pumping? COG1009 9424_GENE_63
8692_GENE_55 Putative oxidoreductase FAD/NAD(P)-binding COG05432 9532_GENE_60
8692_GENE_230 NADPH:quinone reductase 1 (EC 1.6.5.5) COG0604 
7931_GENE_88 Probable oxidoreductase FAD/NAD(P)-binding COG1018
7931_GENE_152 NADH dehydrogenase (quinone), chain N (EC 1.6.99.5) proton pumping COG1007 6050_GENE_3
7931_GENE_153 NADH dehydrogenase (quinone), chain M (EC 1.6.99.5) proton pumping COG1008 6050_GENE_4
7931_GENE_154 NADH dehydrogenase (quinone), chain L (EC 1.6.99.5) proton pumping COG1009 6050_GENE_5
7931_GENE_155a Putative NADH dehydrogenase (ubiquinone), chain 4L proton pumping COG0713 6050_GENE_6
7931_GENE_156 Putative NADH dehydrogenase (ubiquinone), chain J proton pumping COG0839 6050_GENE_7
7931_GENE_157 NADH dehydrogenase, chain I (EC 1.6.99.3) proton pumping COG1143 6050_GENE_8
7931_GENE_158 NADH dehydrogenase (ubiquinone), H subunit proton pumping COG1005 6050_GENE_9
7931_GENE_159 NADH dehydrogenase (quinone), chain G (EC 1.6.99.5) NADH-binding & oxidation COG3383 6050_GENE_10
7931_GENE_161 NADH dehydrogenase (quinone) (EC 1.6.99.5) F subunit NADH-binding & oxidation COG1894 yes yes yes 6050_GENE_11
7931_GENE_162 Putative NADH dehydrogenase (ubiquinone), E subunit NADH-binding & oxidation COG1905 6050_GENE_12
7931_GENE_163 NADH dehydrogenase (ubiquinone), D subunit (EC 1.6.5.3) quinone reduction COG0649 6050_GENE_13
7931_GENE_164 NADH dehydrogenase (quinone), chain C (EC 1.6.99.5) quinone reduction COG0852 6050_GENE_14
7931_GENE_165 NADH dehydrogenase (ubiquinone), B subunit (EC 1.6.5.3) quinone reduction COG0377 6050_GENE_15
7931_GENE_166 Putative NADH dehydrogenase (ubiquinone), subunit A proton pumping COG0838 6050_GENE_16
8062_GENE_132 NADH dehydrogenase (Quinone) (EC 1.6.99.5) NADH-binding & oxidation COG1894 partial yes yes 7892_GENE_12
8062_GENE_138 Flavin oxidoreductase/NADH oxidase (EC 1.6.99.1) oxidative stress defense? COG1902 7892_GENE_24
8062_GENE_189 NADH dehydrogenase (EC 1.6.99.3) COG1252 9432_GENE_30

*Note: NADH-binding motif (GXGGXGXXXG); FMN-binding motif (GA/MGA/RYV/ICGEERA/SLL/IE/NSL/IEG); 4E-4S motif (CX(2)CX(2)CX(38-40)C)

Active Sites (Yes/No/Partial)


