
Table S3. Components of cytochrome bc1 complex, cbb3 complex, and bd complex in Leptospirillum Groups II and III.

Leptospirillum 
Group II Annotation Highest Blast Hit                                                     

(% identity, e value)

Leptospirillum 
Group III           
(% aa id)

8049_33 Glutamate synthase, 
small subunit

Solibacter usitatus Ellin6076, FAD-
dependent pyridine nucleotide-disulphide 

oxidoreductase (41%, e-110)
9417_21 (69%)

8049_34a Rieske Fe-S Protein Solibacter usitatus Ellin6076, Rieske [2Fe-
2S] domain protein (45%, 3e-24)

9417_22               
(78%)

8049_35 Cytochrome b/b6 N-
terminus

Candidatus “Kuenenia stuttgartiensis”,                
cytochrome b6 (58%, 5e-65)

9417_23            
(87%)

8049_36 Cytochrome b/b6 C-
terminus

Candidatus “Kuenenia stuttgartiensis”,                            
bc1 complex protein  (49%, 1e-47)

9417_24           
(77%)

8049_36a Protein of unknown 
function No hit 9417_25             

(76%)

8049_371 Probable cytochrome 
c, class I

Geobacter sp. FRC-32, cytochrome c, class 1 
(32%, 8e-26) 9417_26 (75%)

8049_3
Probable cytochrome 
C oxidase mono-heme 

subunit

Symbiobacterium thermophilum IAM 14863, 
cytochrome C oxidase mono-heme subunit 

(37%, e-18)

9595_61           
(90%)

8135_812
Probable cytochrome 
C oxidase mono-heme 

subunit

Symbiobacterium thermophilum IAM 14863, 
cytochrome C oxidase mono-heme subunit 

(37%, e-18)
None

8049_121 Cytochrome c oxidase 
cbb3 type, subunit 1

Symbiobacterium thermophilum IAM 14863, 
cytochrome C oxidase mono-heme subunit 

(36%, e-91)

2406_32            
(74%)

8524_244 Cytochrome c oxidase 
cbb3 type, subunit 1

Symbiobacterium thermophilum IAM 14863, 
cytochrome C oxidase mono-heme subunit 

(35%, 2e-89)

8029_1                  
(78%)

7931_386 Cytochrome bd 
oxidase, subunit 2

Azoarcus sp. BH72, cytochrome bd type 
terminal oxidase,subunit I (56%, 3e-112)

9553_10           
(58%)

7931_387 Cytochrome bd 
oxidase, subunit 1

Azoarcus sp. BH72, cytochrome bd type 
terminal oxidase,subunit I (66%, 0.0)

9553_9              
(72%)

1Four c-type cytochrome heme motifs (CxxCH) were predicted in this sequence.
2Paralog to 8049_3 in Leptospirillum Group II.
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