Table S4. Distribution of thymidylate synthase (Thy) and ribonucleoside-diphosphate reductase (RNR) among podophages, including taxonomic affiliation and
whether the phages are isolated from aquatic environments. For phages containing RNR, the hosts RNR class is given if information is available.
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Cellulophaga phage ¢p14:2 this study 100356 X I X Cellulophaga baltica I
Cellulophaga phage ¢4:1 this study 146105 X I X  Cellulophaga baltica I
Cellulophaga phage ¢p17:2 this study 145340 X I X  Cellulophaga baltica I
Synechococcus phage Syn5 NC_009531 46214 X - Autographivirinae X
Synechococcus phage P60 NC_003390 47872 X I Autographivirinae X  Synechococcus sp. WH 7803 NC_009481 II
Cyanophage NATL2A-133 NC_016659 47536 - Il Autographivirinae X  Prochlorococcus marinus str. NATL2A NC 007335 OI
Cyanophage NATL1A-7 NC_016658 47741 Il Autographivirinae X  Prochlorococcus marinus str. NATL1A NC 008819 1II
Cyanophage 9515-10a NC_016657 47055 - Il  Autographivirinae X ND
Prochlorococcus phage P-SSP7 NC_006882 45176 - Il  Autographivirinae X ND
Roseobacter phage S101 NC_002519 39898 X I X ND
Roseovarius Plymouth podovirus 1 FR719956 74704 - II X ND
Roseovarius sp 217 phage 1 FR682616 74583 X 1 N4-like X  Roseovarius sp. 217 PRINAS54245 11
Sulfitobacter phage EE36phil NC_012696 73325 X I N4-like X Sulfitobacter sp. EE-36 PRINAS54191 11
Silicibacter phage DSS3phi2 NC_012697 74611 X II N4-like X Ruegeria pomeroyi DSS-3 NC _ 003911 II
Erwinia phage vB_EamP-S6 NC_ 019514 74669 X - N4-like
Enterobacter phage IME11 NC_019423 72570 X - N4-like
Escherichia phage vB_EcoP_G7C NC_015933 72917 X - N4-like
Escherichia phage N4 NC_008720 70153 X - N4-like
Enterobacter phage EcP1 NC_019485 59080 X - N4-like
Enterobacter phage Eco32 NC_010324 77554 X - Phieco32-like

Cronobacter phage vB_CsaP_GAP52 NC 019402 76631 - 1T Phieco32-like ND

ND; no data



