Table S2. Annotation summary for the Chaperonin genes (Cpnl0 and GroEL; in bold) in the
Cellulophaga podophages.

GenBank CDD Pfam
genus  phage gp length aa % aa ID e-value e-value e-value
3811 7 92 - - le-5 le-5
| ’ 5 522 44 Te-121 le-147 2e-80
$40:1 7 92 - - le-5 le-5
e 5 s “_ Te121  lel47  2e80
91322 79 83 33 3e-7 le-8 2e-10
‘ 96 201 35 2e-25 4e-7 Te-7
0183 80 85 40 7e-8 8e-9 le-10
) : 96 201 35 3e-25 le-7 Se-7
193 82 85 40 7e-8 8e-9 le-10
‘ 101 201 35 3e-25 le-7 Se-7
74 85 40 7e-8 8e-9 le-10
___________ WO S 20035224 el | 3el
3 eta2 13 VAN 91 “4 le-122 3e-157 6e-70
4 04:1 96 100 - - le-5 2e-5
$17:2 98 100 - - le-5 2e-5
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